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McCune J. M et.al. 2006; Cheingsong-Popov R et.al. 1984



GENOME OF HIV
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PREVALENCE OF HIV

* HIV has become one of the world's deadly virus, claiming more
than 25 million deaths over the past three decades

* United Nation Program on HIV/AIDS (UNAIDS) reports that there
were 36.9 million people living with AIDS across the globe

* 2 million people became infected with the virus

* 1.2 million people died of HIV-related illnesses at the end of 2014

UNAIDS Report 2016



PREVALENCE OF HIV IN PAKISTAN

Program National AIDS Control Pakistan Global AIDS Response Progress Report (GARPR) 2015
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Worldwide prevalence of HIV-1
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HIV IN PAKISTAN

e Pakistan has suddenly shifted from “low-prevalence, to high risk”
country with “concentrated” HIV epidemic

* However, HIV epidemic in Pakistan is still considered to be in its early stage
but during the last two decades, HIV-1 epidemic is mounting as the high-risk
group is increasingly engaged in high-risk practices

Khan et.al. 2006
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MATERIAL AND METHODS

e RESEARCH DESIGN:
* Cross sectional
e SETTINGS:

e Study was done at the section of Molecular Pathology,
Dow Diagnostic Reference and Research Laboratory, Dow
University of Health Sciences (DUHS).

* Blood samples were collected from diagnosed known HIV Informed
patients after taking the consent. consent

e

* A history was taken from all patients that were enrolled. e

\
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e This study was approved by the Institutional review board
(IRB) of DUHS
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Blood Sample
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Blood Sample

DNA Extraction was
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The HIV rt region
was amplified by
nested PCR with
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Blood Sample

DNA Extraction was
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Amplified product was
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Blood Sample
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PHYLOGENETIC
ANALYSIS
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140729-28 D20 RT4 RT-2F ab11145
140729-28 E20 RT5 RT-2F ab11140
140729-26 H21 RT16 RT-2F .ab11157
140729-28 G20 RT7 RT-2F .ab11109
140729-28 B20 RT2 RT-2F ab11166
140729-28 C20 RT3 RT-2F ab11187
140729-28 C21 RT11 RT-2F ab11146
140729-28 F20 RT6 RT-2F.ab11129
140729-28 G21 RT15 RT-2F ab11135
140729-28 H20 RT8 RT-2F ab11135

140729-28 A20 RT1 RT-2F ab11230

—i 140729-28 A21 RT9 RT-2F ab11274
140729-28 E21 RT13 RT-2F .ab11247

140729-28 B21 RT10 RT-2F.ab11320
4@072928 D21 RT12 RT-2F .ab11262
140729-28 F21 RT14 RT-2F ab11232
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RESULTS

DEMOGRAPHIC PROFILE

Age distribution of HIV patients
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Gel photograph of HIV RT amplified gene
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Lane 1 =Negative sample, lane 2,3,4,5= HIV RT amplified gene, lane 6= 100 bp ladder
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TIC DIVERSITY OF HIV-1 BY PHYLOGENETIC ANALYSIS

Frequency of HIV subtype in Karachi
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GEOGRAPHICAL LINKAGES OF HIV-1 IN PAKISTAN

Possible geographical linkages
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CONCLUSION

* As subtype A is the predominant subtype in Pakistan, However, there were several other
subtypes that are also emerging to be prevalent in the country such as subtype B and
CRFO1_AE.

e Our study also showed that there were few emerging subtypes in Pakistan that have
never been reported from the country. These were CRF11_cpx, CRF10_CD and
CRF35_AD.

* This study also suggest that these new subtypes circulating in the country are might be
due to infected personnel of HIV travelling to our country and involving in high risk
activity.
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